From reflection file to fully assigned and validated structurefrom dream to reality. We will present new software which needs nothing more than the reflection file, the unit cell dimensions and some information about the crystal symmetry. From this starting point, a variety of tools are employed to solve the structure and then correctly assign the atom types, including hydrogen positions. In most routine cases, a correctly assigned and finished structure, complete with IUCr cif-check report and ready-to-submit ".cif" files will result without the need for intervention.
